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@ Abstract

Respiratory Syncytial Virus (RSV), Severe Acute Respiratory Syndrome Coronavirus 2 (SARS-CoV-2), and
Influenza are prominent respiratory pathogens that significantly impact global public health. Each of these

O Results

a. Precision and Accuracy
Inter- and intra-run precision was assessed by measuring the percent coefficient of variation (%CV) well to

¢ . Calibration Curves
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