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Characterizing the neuroinflammatory profile in neurodegenerative conditions

Using rapid, multiplexed assays with enhanced sensitivity
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Figure 2. Typical standard curve representation for panels with SULFO-TAG (A) and TURBO-BOOST (B) reporters. The number of quantifiable samples
with CV < 20% were normalized to the total number of samples tested and are represented per reporter system and analyte (C). The upper and lower limit
of detection are represented in Tables D and E, respectively.

© Matrix Differences

Initial overview of native sample testing showed matrix differences with commercially sourced healthy and diseased samples, regardless of detection

MSD’s electrochemiluminescence detection technology uses SULFO-TAG™ labels that emit light upon electrochemical stimulation initiated at the
electrode surfaces of MULTI-ARRAY® and MULTI-SPOT® microplates. The MSD® S-PLEX Proinflammatory Panel 1 is a nine-analyte ultrasensitive
panel. The S-PLEX® platform uses ECL technology, retaining its well-known advantages and superior analytical performance.

The figure below shows the correlation of analytes with cognitive decline, determined based on MMSE scores, as well as different categories of MS. In
commercially sourced samples of cognitive decline, we found that there were distinct matrix differences for most analytes, but especially for I[FN-y, IL-
10, IL-12p70, IL-17A and TNF-o.. Similar trends were observed with SULFO-TAG reporter for IFN-y and IL-10. These analytes show the interplay of
neuroprotection and inflammation in later stages of the disease. Moreover, a majority of these analytes are consistent with distinguishing MS disease
subtypes, highlighting their importance in neurodegeneration. ...
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The relationship between these analytes and stages of disease progression was evaluated using simple correlation. All analysis was conducted on R Soon ﬂ } P AR J : vy ] : T i 0L E? : = + Figure 5. Correlation between analytes (y-axis) and MMSE scores (x-axis) using Pearson’s correlation for the TURBO-
version 4.3.1 (2023-06-16 ucrt) -- "Beagle Scouts”, and R Studio 2024.04.1 Build 748. MSD assay kits were used according to protocol for all testing, [ I [ T o1 =% T BOOST reporter system. Pearson’s r values are summarized in (B). Samples were grouped based on severity on the MMSE
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plasma r =2 0.50. Correlation summary (D) between plasma levels of analytes (y-axis) and MS progression was analyzed with  pOWNLOAD POSTER
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Figure 1. Assay protocols for SULFO-TAG (A) and TURBO-BOOST (B) reporter systems. Co : :
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